scT - GST

Supplementary Figure S1. Photos of Tibetan pigs from four regions. The photo is
cited from the second edition of ANIMIAL GENETIC RESOURCES IN CHINA:

PIGS
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Supplementary Figure S2. Cross-validation error in admixture analysis with

different K values.
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Supplementary Figure S3. Population genetic structure of global pigs inferred

from ADMIXTURE (K=2-9) with species names labeled with abbreviated names.
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Supplementary Figure S4. Sensitivity analysis for origin of TT.
(A) Comparison of the five demographic models based on delta-likelihood values using
folded SFS. (B) Comparison of the five demographic models based on delta-likelihood

values using unfolded SFS after down sample.
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Supplementary Figure S5. Sensitivity analysis for origin of other Tibetan pigs.
(A) Comparison of the five demographic models based on delta-likelihood values using

folded SFS. (B) Comparison of the five demographic models based on delta-likelihood

values using unfolded SFS after down sample.
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Supplementary Figure S6. TreeMix analysis revealed migration events of wild

boars and Tibetan pigs (m = 2-7)
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Supplementary Figure S7. The result of OptM analysis.



topo1 topo2 topo3

CEB CEB CEB
AMW SAW T
T TT SAW
SAW AMW AMW

0.4

0.3

Average weighting

0.1 +

Supplementary Fig. 8 Topology weighting analysis of the four groups.
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Supplementary Fig. 9 QTL enrichment analysis of selective sweep regions.




